In the molecular structure of the title compound, C 14 H 12 ClNO, the meta-Cl atom in the benzoyl ring is positioned anti to the C O bond, while the ortho-methyl group in the aniline ring is positioned syn to the N-H bond. The two benzene rings are nearly coplanar [dihedral angle = 3.48 (5) ]. The crystal structure is stabilized by N-HÁ Á ÁO hydrogen bonds, which link the molecules into chains along the b axis.
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3-Chloro
In (I), the N-H and C=O bonds in the C-NH-C(O)-C segment are anti to each other. The meta-Cl atom in the benzoyl ring is positioned anti to the C=O bond, while the ortho-methyl group in the anilino ring is positioned syn to the N-H bond, in contrast to the syn conformation observed between the meta-Cl atom in the benzoyl ring and the C=O bond in 3-Chloro-N-(3-methylphenyl)benzamide (II) (Rodrigues et al., 2011) , while the meta-methyl group in the anilino ring is positioned anti to the N-H bond. Further, the two aromatic rings are nearly coplanar with the dihedral angle of 3.48 (5)°, compared to the value of 77.4 (1)° in (II).
In the crystal structure, intermolecular N-H···O hydrogen bonds link the molecules into infinite chains running along the b-axis. Part of the crystal structure is shown in Fig. 2 .
Experimental
The title compound was prepared according to the method described by Gowda et al. (2003) . The purity of the compound was checked by determining its melting point. It was characterized by recording its infrared and NMR spectra.
Rod like colorless single crystals of the title compound used in x-ray diffraction studies were obtained by slow evaporation of an ethanol solution of the compound (0.5 g in about 30 ml of ethanol) at room temperature.
Refinement
All H atoms were visible in difference maps and then treated as riding atoms with C-H distances of 0.93 Å (C-aromatic), 0.96 Å (C-methyl) and N-H = 0.86 Å. The U iso (H) values were set at 1.2 U eq (C-aromatic, N) and 1.5 U eq (C-methyl). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (9) 0.0012 (7) 0.0004 (7) −0.0005 (7) C2 0.0385 (9) 0.0286 (8) 0.0356 (8) 0.0035 (7) 0.0020 (7) 0.0037 (6) C3 0.0392 (9) 0.0319 (8) 0.0361 (8) −0.0009 (7) 0.0040 (7) 0.0026 (7) C4 0.0462 (10) 0.0328 (9) 0.0348 (9) 0.0036 (7) −0.0019 (7) 0.0011 (7) C5 0.0481 (10) 0.0468 (11) 0.0353 (9) 0.0062 (8) 0.0088 (8) 0.0017 (8) C6 0.0383 (10) 0.0503 (11) 0.0469 (10) −0.0025 (8) 0.0074 (8) 0.0069 (9) C7 0.0415 (9) 0.0370 (9) 0.0401 (9) −0.0023 (7) 0.0002 (7) 0.0013 (7) C8 0.0386 (9) 0.0278 (8) 0.0336 (8) 0.0039 (7) 0.0019 (7) −0.0005 (6) C9 0.0406 (9) 0.0313 (8) 0.0369 (9) 0.0024 (7) 0.0002 (7) −0.0004 (7) 
